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Figure 1. Molecular characterization of ovine prolactin variants A and B. DNA sequence of the
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Figure 2. Random samples of extracted DNA of Kurdi ewes on 0.8% agar gel.
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Figure 3. A sample of different prolactin genotypes. M: DNA ladder 50bp.
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Table 2. Prolactin genes and genotypes frequencies.

ST sl 55 Sl sl o i}
Allele frequency Genotype frequency Number Genotype
0.765 (A) 0.60 60 AA

0.33 33 AB
0.235 (B) 0.07 7 BB
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Table 3. Chi-square test for Hardy-Weinberg equilibrium.

0

: Sl
Genotyp
BB B AA Number
(O) ol odalive sluws
7 33 60
Observed number
(B) sl 550 slass
5.4322 36. 1357 58.4322
Expected number
0.4525 0.2721 0.0421 (0-E)E
NS 0.766 v

NS: notsignificant, P >0.05
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Table 4. Heterozygosity value and Shannon's Information index.
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Figure 4. Number of individuals in Shirvan Kurdi sheep station population over the years (A: Number

of individuals, B: Number of inbreds, C: Number of individuals with both known parents, D: Number
of individuals with no progeny).

0.025 -
i
0.020 - ERN
I
£ 0.015 - y \
_]' g I’\' )
% g 0.010 - 4 " ‘r‘—
1 £ r 7Y pt
tOE ;
1 £ o0.005 - /,
% o —_——
h, ¥ —
_5 D000 ~fammsion ™ -
-0.005 - : .

T T T T T T T T T T T T T T T T T T 1
68 69 70 71 72 73 74 75 76 77 78 79 80 81 82 83 84 85 86 87 88 89 90 91
year
Il

Oy rd (53,5 Wk o8 53 ilides ol )3 G or o SSle 0SS
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Table 5. Significant test of fixed effects for test day milk yield.

ol el i
P>F F o
Fixed effects
$3,5, obe
0.0001 17.70 S2205
Month of recording
031 103 u:"i‘)' A l.asaj., Sl
Litter size
0.92" 0.08 S
Genotype

NS: not significant, P >0.05
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Table 6. Least squares means comparison for test day milk yield in different prolactin genotypes
(intron 2).
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Abstract
Background and objectives: This study was conducted to investigate association
between prolactin gene polymorphism and milk yield of Shirvan Kurdi sheep.
Prolactin is a lactogenic hormone that plays a significant role in milk production;
its depletion in sheep provokes a severe reduction of milk secretion suggesting that
prolactin is a functional candidate gene that could contribute to variations in milk
yield. An Investigation indicated that polymorphism prolactin gene in Chios sheep.
They identified a 23-bp indel (insertion or deletion) in the 213 region and found
that the B allele is the result of a 23-bp deletion in a allele. They also reported A
and B allele with the frequencies of 0.71 and 0.29, respectively and foundthat the B
allele may be associated with higher milk yield.

The present study investigated the association between polymorphisms in
prolactin gene and daily milk yield records of Kurdi ewes in Hossien Abad Kurdi
sheep breeding station.

Materials and methods: In this study, blood samples were collected randomly
from 100 milking Kurdi ewes in Hossien Abad Kurdi sheep breeding station.
Milking was carried out by hand combined with lamb suckling at 14 days intervals
starting from May to Agust 2012.Allele and genotype frequencies, chi-square test
and the goodness of fit test for Hardy—Weinberg equilibrium were calculated with
PopGeneV 1.31 software. Statistical Analysis was performed using INBREED and
the MIXED procedures of SAS to estimate the association of genotypes with milk
production.
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Results: A 23-bp indel (insertion or deletion) was identified in prolactin gene by
PCR.A mixed model was used to investigate the association of prolactin gene with
test day milk yield. AA genotype had the highest genotype frequency in the studied
population (0.60).A and B allele frequencies were 0.765 and 0.235, respectively.
Results indicated that there was no significant association between prolactin gene
polymorphism and milk yield in the studied population.

Conclusion: In the present study, no genotype was identified to be better than the
others and there was no significant association between prolactin gene
polymorphism and milk yield.
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